
FAIR in times of Crisis
FAIR Data Points as a service for data-driven research 

(COVID-19 pressure-cooker use case) 
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Minimal Valuable “EOSC”: 1: basic principles (generic) 

For H2M, M2H and M2M 
Based on FAIR GP 
Architecture according to FIF 
All elements machine-actionable where possible 
As open as possible, as closed as necessary 
As distributed as possible, as centralised as necessary 
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Minimal Valuable “EOSC”: 2: Basic Implementation Choices 

Based on FAIR GP 
Implementation is FAIR implementation Framework (FIF) 
Architecture FIF based on FD(o)F  
All elements have FAIR metadata, some data are FAIR 
All elements become ‘inter’-actionable via FAIR implementation profiles (FIP)
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Minimal Valuable “EOSC”: 3: Corona demonstration use case (0.1 alpha) 

Driving use case: Corona > COVID-19 outbreaks 
Implementation data sources: FAIR data points with Corona relevant data (RWO and EK) 
Architecture for FD(o)F routing: Data Biology 
All elements have FAIR implementation profiles associated 
Funded, done in a small GO FAIR ad hoc Implementation network: VODAN

metadata

(m
et

a)
da

ta
m

etadata

FIP FIP

FI
P

Any FAIR-enabled  
algorithm

Q2-3 2020



VODAN adds  
visitable FAIR RWO data 

Across borders



FAIR reference (EK) data stations
FAIR RWO data stations
Trains - FAIR algorithms

The VODAN-IN approach: distributed analytics over FAIR data 

FDP-in-a-box
COVID-19 FAIR data model (extensible)

PHT-infrastructure
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Dinoprostone connectome with diseaese model: filter: genes only



Dinoprostone connectome with diseaese model: filter: diseases only



FAIR reference (EK) data stations
FAIR RWO data stations
Trains - FAIR algorithms

The VODAN-IN approach: distributed analytics over FAIR data 
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